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INTRODUCTION

Chylomicron retention disease (CMRD)is a rare recessiveinborn disorders of
lipoprotein metabolism due to mutations in the

gene (A,
D, E, K) due to the lack of secretion of chylomicrons causes neurological
complications Supplementation in large doses is essential to prevent them.
However, serum vitamin E levels are never fully restored. To understand these
persistent low levels, previous studies were performed on . Data
showed a reducedintestinal vitamin Eaccumulationthat was not consistentwith
the lipid accumulationobserved

OBJECTIVES

- Create a model of MTTR

kockdownCace2/TC/ cells

- Investigate the mechanisms
underlying reduced intestinal
vitamin E accumulation

RESUILST S
DNA\Sequenscing confitmeééh med Westéeen n-Blot cenfinfieched Vitannik assaysperformédronetonen clone
mutatioioon MITPrgeheyene MT TR khocke k-outt callked ‘@?d2” aib8v2adirastiicodwcraasd mma S
vitaminik Basclaterakseecretiencretion
L MTTP Vitamin E absorption and secretion
TC7 P3 F

“‘lA “‘AA‘AA A“ AA“‘ E .Absorptlon

| | % Secretion
AA-&/‘\AAA AA/"\A.AA‘I“\A AAA N‘ HAARRIN N AA AAA
Sanger Sequencing performed on MTTP genomic DNA
extracted from wild-type CACE/TC/ cells |
- SR |3-Actine - * T

TC7 MTTP-KO

CONCLUSION

MTTPknockout in Cac@ cellsled to a drastic
decreasein vitamin E basolateral secretion in
| | Cace2 T cells Further studiesare neededto
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